SEQUENCE LISTING 



<110> ELLIS, JOHN TIMOTHY 
ATKINSON, ROBERT 
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<12 0> PARASITE ANTIGENS 



<130> 47-194 



<140> 10/608,436 
<141> 2003-06-30 



<150> AU PP 9928 
<151> 1999-04-21 

<150> PCT/AUOO/00354 
<151> 2000-04-20 



<160> 60 



<170> Patentln version 3.2 



<210> 1 
<211> 242 
<212> PRT 

<213> Neospora caninum 
<400> 1 

Met Asp Pro Lys Val Glu Ser Gin Thr Asn Val Pro Ser Gly Ala Glu 
15 10 15 

Ala Glu Gin Pro Lys Ala Gly Glu Ala Gin Ala Thr Val Glu Asn Gly 

20 25 30 

Asn Thr Ser Ala Pro Asp Ala Gin Val Lys Ser Gin Ala Ser Ser Glu 
35 40 45 

Asp Val Val Ala Gin Ser Ser Glu Asp Phe Ser Gly Lys Leu Gin Ala 
50 55 60 



Asn Ser Gly lie Val Ser Phe Gly 
65 70 

Phe Asn Ser Met Asp Val Gin Asn 

85 

Lys Met Phe Gly Val Pro Pro His 

100 



Asp Ser Ala Ala Gly Ser Gly Ala 
75 80 

Phe Leu Gin Arg Tyr Ala Thr Ser 
90 95 

Phe Phe Gin Ser Arg Glu Ser Leu 
105 no 



Arg Val Trp Gly 
115 

Glu Lys Asp Asp 
130 

Gly Tyr Ser Pro 
145 

Pro Pro Arg Asp 



Thr Trp lie Pro 

180 

Tyr Asn Phe Asn 
195 

Pro Tyr Ala Lys 
210 

Met Tyr Lys Gin 
225 

Arg Val 



Ala Asp His Leu 

120 

Gin Asn Leu Pro 
135 

Ser Leu Cys Lys 
150 

Pro Leu Leu Gly 
165 

His Trp Glu Pro 



Trp Glu Glu Asn 

200 

Ala Val Phe Asp 
215 

Ala Tyr Pro Tyr 
230 



Thr Asp Pro Met 



Asn Pro Phe His 

140 

Tyr Val Leu Thr 
155 

Pro Glu lie Thr 
170 

Asp Pro Asn Phe 
185 

Gly Thr Phe Gin 



Pro Ala Asp Gly 

220 

Thr Ala Tyr Pro 
235 



Val Gin Pro Tyr 
125 

Val Ser Leu Pro 



Lys Gly Glu Lys 

160 

lie Tyr Pro Pro 
175 

Lys Pro Gin Ala 
190 

Met Glu Arg Leu 
205 

Ser Ala His Gly 



Tyr Gly Val Pro 

240 



<210> 2 
<211> 198 
<212> PRT 

<213> Neospora caninum 



<400> 2 

Met Ala Leu Ser 
1 

Gly Tyr Gly Leu 

20 

Leu Ser Ala Pro 
35 

Glu Thr Val Gin 
50 

Asp Gin Glu Ala 
65 

Thr Pro Glu Glu 



Leu Lys Glu Gin 

100 



Thr Met Asn Lys 
5 

Leu Leu Gly Ala 



Ala Glu Ala Val 

40 

Ala Leu Val Glu 
55 

Glu Tyr Arg Arg 
70 

lie Glu Glu Ala 
85 

Gin Glu Asp Glu 



Pro Gly Pro Phe 
10 

Val Val Leu Glu 
25 

Ala Leu Arg Arg 



Gin His Arg Phe 

60 

Arg Arg Gin Glu 
75 

Lys Arg Lys Tyr 
90 

Glu Leu Lys Lys 
105 



Arg Arg Leu Leu 
15 

Ala Ala Phe Asp 
30 

Leu Asp Gin Lys 
45 

Ser Asn Asp Tyr 



Leu Gly Ser Gin 

80 

Arg Lys Gin Val 
95 

Lys Thr Asp Ala 
110 



Val lie Glu Glu 
115 

Tyr Pro Glu Arg 
130 

Glu Thr Arg Gin 
145 

Gin Leu Leu Lys 



Lys Arg Asn Ser 

180 

Ala Arg Lys Lys 
195 



Leu Lys Lys Thr 

120 

Asp Glu Asp Arg 
135 

Arg Glu Leu Arg 
150 

Gin Arg Arg Lys 
165 

Asp Asp Val Met 



Ala Met 



Ala Glu Glu Arg 



Thr Asp Asp Gin 

140 

Asn Met Asp Ser 
155 

Glu Asn Glu Glu 
170 

Ala Glu Leu Lys 
185 



Gly Leu Arg Arg 
125 

Gin Met Asp Phe 



Ala Thr Lys Ala 

160 

Arg Asn Arg Val 
175 

Gin Lys Leu Ala 
190 



<210> 3 
<211> 211 
<212> PRT 

<213> Neospora caninum 
<400> 3 

Met Phe Thr Gly Lys Arg Trp lie Leu Val Val Ala Val Gly Ala Leu 
1 5 10 15 

Val Gly Ala Ser Val Lys Ala Ala Asp Phe Ser Gly Arg Gly Thr Val 

20 25 30 

Asn Gly Gin Pro Val Gly Ser Gly Tyr Ser Gly Tyr Pro Arg Gly Asp 
3 5 4 0 45 

Asp Val Arg Glu Ser Met Ala Ala Pro Glu Asp Leu Pro Gly Glu Arg 
50 55 60 

Gin Pro Glu Thr Pro Thr Ala Glu Ala Val Lys Gin Ala Ala Ala Lys 
65 70 75 80 

Ala Tyr Arg Leu Leu Lys Gin Phe Thr Ala Lys Val Gly Gin Glu Thr 

85 90 95 

Glu Asn Ala Tyr Tyr His Val Lys Lys Ala Thr Met Lys Gly Phe Asp 

100 105 110 

Val Ala Lys Asp Gin Ser Tyr Lys Gly Tyr Leu Ala Val Arg Lys Ala 
115 120 125 

Thr Ala Lys Gly Leu Gin Ser Ala Gly Lys Ser Leu Glu Leu Lys Glu 
130 135 140 



Ser Ala Pro Thr Gly Thr Thr Thr Ala Ala Pro Thr Glu Lys Val Pro 
145 150 155 160 



Pro Ser Gly Pro Arg Ser Gly Glu 

165 

Asn Asp Val Gin Gin Thr Ala Glu 

180 

Ala Gly Leu Lys Lys Asp Asp Gly 
195 200 

Glu Val Asn 
210 



Val Gin Arg Thr Arg Lys Glu Gin 
170 175 

Met Leu Ala Glu Glu lie Leu Glu 
185 190 

Glu Gly Arg Gly Thr Pro Glu Ala 

205 



<210> 4 
<211> 159 
<212> PRT 

<213> Neospora caninum 
<400> 4 

Met Asp Val Gin Asn Phe Leu Gin Arg Tyr Ala Thr Ser Lys Met Phe 
1 5 10 15 

Gly Val Pro Pro His Phe Phe Gin Ser Arg Glu Ser Leu Arg Val Trp 

20 25 30 

Gly Ala Asp His Leu Thr Asp Pro Met Val Gin Pro Tyr Glu Lys Asp 
35 40 45 

Asp Gin Asn Leu Pro Asn Pro Phe His Val Ser Leu Pro Gly Tyr Ser 
50 55 60 

Pro Ser Leu Cys Lys Tyr Val Leu Thr Lys Gly Glu Lys Pro Pro Arg 
65 70 75 80 

Asp Pro Leu Leu Gly Pro Glu lie Thr lie Tyr Pro Pro Thr Trp lie 

85 90 95 

Pro His Trp Glu Pro Asp Pro Asn Phe Lys Pro Gin Ala Tyr Asn Phe 

100 105 110 

Asn Trp Glu Glu Asn Gly Thr Phe Gin Met Glu Arg Leu Pro Tyr Ala 
115 120 125 

Lys Ala Val Phe Asp Pro Ala Asp Gly Ser Ala His Gly Met Tyr Lys 
130 135 140 

Gin Ala Tyr Pro Tyr Thr Ala Tyr Pro Tyr Gly Val Pro Arg Val 
145 150 155 



<210> 5 
<211> 68 
<212> PRT 

<213> Neospora caninum 
<400> 5 

Met Ala Leu Ser Thr Met Asn Lys Pro Gly Pro Phe Arg Arg Leu Leu 
15 10 15 

Gly Tyr Gly Leu Leu Leu Gly Ala Val Val Leu Glu Ala Ala Phe Asp 

20 25 30 

Leu Ser Ala Pro Ala Glu Ala Val Ala Leu Arg Arg Leu Asp Gin Lys 
35 40 45 

Glu Thr Val Gin Ala Leu Val Glu Gin His Arg Phe Ser Asn Asp Tyr 
50 55 60 

Asp Gin Glu Ala 
65 



<210> 6 
<211> 152 
<212> PRT 

<213> Neospora caninum 



<400> 6 

Ala Leu Ser Thr 
1 

Tyr Gly Leu Leu 

20 

Ser Ala Pro Ala 
35 

Thr Val Gin Ala 
50 

Gin Glu Ala Glu 
65 

Pro Glu Glu lie 



Met Asn Lys Pro 
5 

Leu Gly Ala Val 



Glu Ala Val Ala 

40 

Leu Val Glu Gin 
55 

Tyr Arg Arg Arg 
70 

Glu Glu Ala Lys 
85 



Gly Pro Phe Arg 
10 

Val Leu Glu Ala 
25 

Leu Arg Arg Leu 



His Arg Phe Ser 

60 

Arg Gin Glu Leu 
75 

Arg Lys Tyr Arg 
90 



Arg Leu Leu Gly 
15 

Ala Phe Asp Leu 
30 

Asp Gin Lys Glu 
45 

Asn Asp Tyr Asp 



Gly Ser Gin Thr 

80 

Lys Gin Val Leu 
95 



Lys Glu Gin Gin Glu Asp Glu Glu Leu Lys Lys Lys Thr Asp Ala Val 

100 105 no 



6 

lie Glu Glu Leu Lys Lys Thr Ala Glu Glu Arg Gly Leu Arg Arg Tyr 
115 120 125 

Pro Glu Arg Asp Glu Asp Arg Thr Asp Asp Gin Gin Met Asp Phe Glu 
130 135 140 

Thr Arg Gin Arg Glu Leu Arg Asn 
145 150 



<210> 7 
<211> 729 
<212> DNA 

<213> Neospora caninum 
<400> 7 

atggatccta aagtggagag tcaaacaaat gtgccatctg gcgcagaggc agagcagccc 60 

aaggcaggag aggcacaagc aactgtggag aacggtaata cttcagctcc ggatgctcag 12 0 

gtgaagtccc aagcgtcctc cgaagatgtg gtagcgcagt cgtcagaaga cttcagcgga 180 

aagcttcagg ccaactcagg cattgtgagc ttcggagact ctgctgctgg aagtggtgcg 24 0 

ttcaacagta tggacgtgca gaactttctc cagcgttacg caacgagcaa gatgtttgga 300 

gttccgccgc atttcttcca aagcagagaa agcctccgag tctggggagc tgaccacctc 360 

accgatccca tggtgcagcc ttacgagaaa gacgatcaga acctacccaa tccctttcat 420 

gtttcgctac ctgggtactc tccgtctctc tgcaagtacg ttctgaccaa gggcgagaag 480 

cctccccgcg atcccctcct cggacctgag attaccattt acccgcctac gtggattccg 540 

cactgggaac ccgatcccaa tttcaagcca caggcttaca atttcaactg ggaggagaac 600 

ggcacatttc agatggaacg gttgccgtac gcgaaagcgg tcttcgatcc agcagacggc 660 

tcagcacacg gcatgtacaa gcaagcctac ccttacacag cgtatccata cggtgttccg 720 

cgcgtctag " ' " 79q 



<210> 8 
<211> 597 
<212> DNA 

<213> Neospora caninum 
<400> 8 

atggctttgt ctacgatgaa caagcccggg ccgtttagac ggttgttggg ttatggtctg 60 

ctgcttggcg ccgttgtgct cgaagcggca tttgacctca gcgctcctgc ggaagctgtg 120 

gcgctccgaa gactagacca aaaggaaact gtccaggctt tagtggaaca gcacaggttt 180 

tctaacgatt acgatcagga ggccgagtac agaaggcgcc gccaggaact gggaagtcag 240 

actccagaag aaatcgagga agcaaaacgc aagtaccgca agcaggtgct taaggaacaa 300 

caagaagatg aggaattgaa aaaaaagaca gatgcggtca ttgaagagct gaaaaagaca 360 

gcagaagaga gaggacttcg tcggtacccc gagcgtgatg aagatcgcac tgacgaccag 420 

cagatggatt ttgagacacg gcagcgggaa ctcagaaaca tggattcagc aacaaaagcg 4 80 

cagcttttga agcagagacg gaaagaaaat gaagagagga accgcgtgaa gcgaaacagc 54 0 

gatgacgtca tggcggagct caagcagaaa ctcgcggccc gcaagaaggc aatgtag 597 



<210> 9 
<211> 636 
<212> DNA 

<213> Neospora caninum 
<400> 9 

atgttcacgg ggaaacgttg gatacttgtt gttgccgttg gcgccctggt cggcgcctcg 60 

gtaaaggcag ccgatttttc tggcagggga accgtcaatg gacagccggt tggcagcggt 12 0 

tattccggat atccccgtgg cgatgatgtt agagaatcaa tggctgcacc cgaagatctg 180 

ccaggcgaga ggcaaccgga gacacccacg gcggaagctg taaaacaggc agcggcaaaa 240 

gcttatcgat tactcaagca gtttactgcg aaggtcggac aggaaactga gaacgcctac 300 

taccacgtga agaaagcgac aatgaaaggc tttgacgttg caaaagacca gtcgtataag 360 

ggctacttgg ccgtcaggaa agccacagct aagggcctgc agagcgctgg caagagcctt 420 

gagcttaaag agtcggcacc gacaggcact acgactgcgg cgccgactga aaaagtgccc 480 

cccagtggcc cgtgatcagg tgaagttcaa cgtactcgta aggagcaaaa tgacgtgcag 54 0 

caaaccgcag agatgttggc tgaggaaatt cttgaggctg ggcttaagaa ggacgatgga 600 

gaaggacggg gaacgccaga agctgaagtc aattaa ~ 63 6 



<210> 10 
<211> 1711 
<212> DNA 

<213> Neospora caninum 
<400> 10 

aattcggcac gagtttttcg tcatttccct tgtaagctgt gtcaagccgt ttttagaacc 60 

aataaagcct atctctgcgt aggcattctt cttttttgca gtagaggctt ctatttcact 120 

gaaccattgt gccttcgcta ccggacgggt gcgtagtttg agtcgtaacc ggggctcaac 180 

cgtggcagtc cgctgttttg cggatacgct gtcattgtgg tcctttcgtt cattttcgtg 240 

atttccttcc cttgtagtga cttcctcggc actctgcctt tagttaacgt ttaaaattca 300 

gctttgttgt cgcgactgca ttccaatagt ccaggaagag atttgtgcac gtggcggacc 360 

gagccagcga cctcgtggag gcttgacgtg acgtgcagca gcaagaggca agagaaggtg 420 

cgtgcgccgc ccacagccaa ggtcaactta cggtagcata ataggactct ttttgtgctg 480 

ttgagcgatt ccgaaacaac tcgaaaagaa aggacttcgt gggaggccgt aactgtcgtc 540 

gtcctggtgt gttttccaaa ccactgctca actacatttt taccgcttca ccaccatctg 600 

ttgcgctccg aggtagtgca gaggcacagt ctccccgtgc aactatattt gaaggaaaca 660 

tggatcctaa agtggagagt caaacaaatg tgccatctgg cgcagaggca gagcagccca 720 

aggcaggaga ggcacaagca actgtggaga acggtaatac ttcagctccg gatgctcagg 780 

tgaagtccca agcgtcctcc gaagatgtgg tagcgcagtc gtcagaagac ttcagcggaa 840 

agcttcaggc caactcaggc attgtgagct tcggagactc tgctgctgga agtggtgcgt 900 

tcaacagtat ggacgtgcag aactttctcc agcgttacgc aacgagcaag atgtttggag 960 

ttccgccgca tttcttccaa agcagagaaa gcctccgagt ctggggagct gaccacctca 1020 

ccgatcccat ggtgcagcct tacgagaaag acgatcagaa cctacccaat ccctttcatg 1080 

tttcgctacc tgggtactct ccgtctctct gcaagtacgt tctgaccaag ggcgagaagc 1140 

ctccccgcga tcccctcctc ggacctgaga ttaccattta cccgcctacg tggattccgc 1200 

actgggaacc cgatcccaat ttcaagccac aggcttacaa tttcaactgg gaggagaacg 1260 

gcacatttca gatggaacgg ttgccgtacg cgaaagcggt cttcgatcca gcagacggct 1320 

cagcacacgg catgtacaag caagcctacc cttacacagc gtatccatac ggtgttccgc 1380 

gcgtctagat agcataaaca ttgttttcct cttgggataa aagcacaggc aaaacaaggg 1440 

atcgttcctc ttagtcaacg actgctgaac agcagtcagt cagttcaggg cgtggccctg 1500 

acgggttcat cagcccattt ttttggtcga gtcactgttt gttccgggga tctggctgtg 1560 

gcaccgaagg caatcttgcc ttgctgccta taaaaattcc tcattctgtt tgtacgctta 1620 

ctaagcttcc tggcctcgtc gtttggctgt ggtccatcct ctacaaactt atctccatcc 1680 



8 

tcaacaaggc cataaaaaac ctgttttatt c 1711 



<210> 11 
<211> 2434 
<212> DNA 

<213> Neospora caninum 
<400> 11 

taagctgtgt caagccgttt ttagaaccaa taaagcctat ctctgcgtag gcattcttct 60 

tttttgcagt agaggcttct atttcactga accattgtgc cttcgctacc ggacgggtgc 120 

gtagtttgag tcgtaaccgg ggctcaaccg tggcagtccg ctgttttgcg gatacgctgt 180 

cattgtggtc ctttcgttca ttttcgtgat ttccttccct tgtagtgact tcctcggcac 240 

tctgccttta gttaacgttt aaaattcagc tttgttgtcg cgactgcatt ccaatagtcc 300 

aggaagagat ttgtgcacgt ggcggaccga gccagcgacc tcgtggaggc ttgacgtgac 3 60 

gtgcagcagc aagaggcaag agaaggtgcg tgcgccgccc acagccaagg tcaacttacg 42 0 

gtagcataat aggactcttt ttgtgctgtt gagcgattcc gaaacaactc gaaaagaaag 480 

gacttcgtgg gaggccgtaa ctgtcgtcgt cctggtgtgt tttccaaacc actgctcaac 540 

tacattttta ccgcttcacc accatctgtt gcgctccgag gtagtgcaga ggcacagtct 600 

ccccgtgcaa ctatatttga aggaaacatg gatcctaaag tggagagtca aacaaatgtg 660 

ccatctggcg cagaggcaga gcagcccaag gcaggagagg cacaagcaac tgtggagaac 72 0 

ggtaatactt cagctccgga tgctcaggtg aagtcccaag cgtcctccga agatgtggta 780 

gcgcagtcgt cagaagactt cagcggaaag cttcaggcca actcaggcat tgtgagcttc 84 0 

ggagactctg ctgctggaag tggtgcgttc aacagtatgg acgtgcagaa ctttctccag 900 

cgttacgcaa cgagcaagat gtttggagtt ccgccgcatt tcttccaaag cagagaaagc 960 

ctccgagtct ggggagctga ccacctcacc gatcccatgg tgcagcctta cgagaaagac 1020 

gatcagagta aggtcatagc acaccgtatt ctggacagaa tcagcgacga gtacgatagt 1080 

cttgctgaac gatgggagta ggatttttcg tcctccttgc atcgacggag atatgaccct 1140 

ctgacggacg cagcagtacc accattatcc actgtcatgt acttcactgt atgtgacctg 1200 

tctacatcaa gtcttccata tggatgtttc gatcgtatct agcaaggatg tagtatgttt 1260 

gcttaaccgc aagctagggg gggagggggg atgtcgctcg tctgtttgaa tagcaagtga 1320 

tggttatgta gatgtctctt tgctatgctg tttttacaga cctacccaat ccctttcatg 1380 

tttcgctacc tgggtactct ccgtctctct gcaagtacgt tctgaccaag ggcgagaagc 1440 

ctccccgcga tcccctcctc ggacctgaga ttaccattta cccgcctacg tggattccgc 1500 

actgggaacc cgatcccaat ttcaagccac aggcttacaa tttcaactgt aagttggcgt 1560 

gcaacgcagc cgatcgtgtg gaggcttgat ttttctgcgg aaagagcgtg catgcgatac 1620 

agcactttcc taatttttat tgtgaacgcc acatgccgag gtgcgctcct ccgtatgtaa 1680 

aagtcccggg tcagcttgag gtagtcgata tcagtgagac acacatacaa agcttaggga 1740 

ctctcctgtt ttctgttttc cacagtcttt cattcaaata ctttcataca aatactgaaa 1800 

acccctcggt aaactcatag aaaaaccaaa gtatttttgc ctgtaaccag cgtctctact 1860 

agctgctggt tttgtttcac catcgtacta gatgacggta tatccacgca gaactatggt 1920 

ttaatatctg gcgttcccct gttttcgatt atgtgtgtga aattgctcag gggaggagaa 1980 

cggcacattt cagatggaac ggttgccgta cgcgaaagcg gtcttcgatc cagcagacgg 2040 

ctcagcacac ggcatgtaca agcaagccta cccttacaca gcgtatccat acggtgttcc 2100 

gcgcgtctag atagcataaa cattgttttc ctcttgggat aaaagcacag gcaaaacaag 2160 

ggatcgttcc tcttagtcaa cgactgctga acagcagtca gtcagttcag ggcgtggccc 2220 

tgacgggttc atcagcccat ttttttggtc gagtcactgt ttgttccggg gatctggctg 2280 

tggcaccgaa ggcaatcttg ccttgctgcc tataaaaatt cctcattctg tttgtacgct 2340 

tactaagctt cctggcctcg tcgtttggct gtggtccatc ctctacaaac ttatctccat 2400 

cctcaacaag gccataaaaa acctgtttta ttca 2434 
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<210> 12 
<211> 1387 
<212> DNA 

<213> Neospora caninum 
<220> 

<221> modif ied_base 
<222> (1276) . . (1277) 

<223> a, c, g, t, other or unknown 
<220> 

<221> modif ied_base 
<222> (1290) . . (1290) 

<223> a, c, g, t, other or unknown 
<220> 

<221> modif ied_base 
<222> (1311) . . (1311) 

<223> a, c, g, t, other or unknown 
<220> 

<221> modif ied_base 
<222> (1315) . . (1315) 

<223> a # c, g, t, other or unknown 
<220> 

<221> modif ied_base 
<222> (1317) . . (1320) 

<223> a, c, g, t, other or unknown 
<220> 

<221> modif ied_base 
<222> (1323) . . (1323) 

<223> a, c, g, t, other or unknown 
<400> 12 

cgagcaccca caagtaactg tgttgactat ttactgctgt ttttgcgtag caccacacga 60 
tgttcacggg gaaacgttgg atacttgttg ttgccgttgg cgccctggtc ggcgcctcgg 120 
taaaggcagc cgatttttct ggcaggggaa ccgtcaatgg acagccggtt ggcagcggtt 180 
attccggata tccccgtggc gatgatgtta ggtaggttac cacaacttgc tgcgaaccca 24 0 
agggttaaag ggtagagctg gctagatttt ccaacactgt atcatgtacc tccgtctgtt 300 
tcatcgggca gtagtagcat gggagtgctc gtcacaagcc gttgggggca aggtttctgt 360 
tgtcttgcca tgcgtgtatc gcccgctcct ggttcatgct tatatgcgat ctagtgcccc 420 
acgcgcgatg ctcaatgcaa ttgccttttg cagagaatca atggctgcac ccgaagatct 480 
gccaggcgag aggcaaccgg agacacccac ggcggaagct gtaaaacagg cagcggcaaa 54 0 
agcttatcga ttactcaagc agtttactgc gaaggtcgga caggaaactg agaacgccta 600 
ctaccacgtg aagaaagcga caatgaaagg ctttgacgtt gcaaaagacc agtcgtataa 660 
gggctacttg gccgtcagga aagccacagc taagggcctg cagagcgctg gcaagagcct 72 0 
tgagcttaaa gagtcggcac cgacaggcac tacgactgcg gcgccgactg aaaaagtgcc 780 
ccccagtggc ccgtgatcag gtgaagttca acgtactcgt aaggagcaaa atgacgtgca 840 
gcaaaccgca gagatgttgg ctgaggaaat tcttgaggct gggcttaaga aggacgatgg 900 
agaaggacgg ggaacgccag aagctgaagt caattaagaa aatcactaaa cgtcaagttc 960 
tttatgactg ctgtacacca ccacccccct ggactgctta agacagctaa caagcgttgg 1020 
atttcaatat cctacttaag gtatgtgggg cggatgtcgt gtcacggtgt gtatggcgtt 1080 
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aaaaaacggc acacggcatt aaatgcagtg caagtatgaa ttgtgcgcag gatgacaaca 1140 

tctgttgcaa acagctcttg ggggcgaacg agaatgagac cgttgcattc gcgtacgtgc 1200 

atacgatggc ccattttcgg gtgccaatag ttgtgtgtga catttttcgg atgtcctggg 1260 

ctttgtgtgc gtgcgnnggc tgcgaagagn attagattta tttcttgcga ntgcnannnn 1320 

tantttgttg catccgttat ggtcatgaaa aaattgctaa cgacacacat aaacgatgga 1380 

gcaaatt 1387 



<210> 13 
<211> 185 
<212> PRT 

<213> Toxoplasma gondii 
<400> 13 

Met Phe Ala Val Lys His Cys Leu Leu Val Val Ala Val Gly Ala Leu 
15 10 15 

Val Asn Val Ser Val Arg Ala Ala Glu Phe Ser Gly Val Val Asn Gin 

20 25 30 

Gly Pro Val Asp Val Pro Phe Ser Gly Lys Pro Leu Asp Glu Arg Ala 
35 40 45 

Val Gly Gly Lys Gly Glu His Thr Pro Pro Leu Pro Asp Glu Arg Gin 
50 55 60 

Gin Glu Pro Glu Glu Pro Val Ser Gin Arg Ala Ser Arg Val Ala Glu 
65 70 75 80 

Gin Leu Phe Arg Lys Phe Leu Lys Phe Ala Glu Asn Val Gly His His 

85 90 95 

Ser Glu Lys Ala Phe Lys Lys Ala Lys Val Val Ala Glu Lys Gly Phe 

100 105 110 

Thr Ala Ala Lys Thr His Thr Val Arg Gly Phe Lys Val Ala Lys Glu 
115 120 125 

Ala Ala Gly Arg Gly Met Val Thr Val Gly Lys Lys Leu Ala Asn Val 
130 135 140 

Glu Ser Asp Arg Ser Thr Thr Thr Thr Gin Ala Pro Asp Ser Pro Asn 
145 150 155 160 

Gly Leu Ala Glu Thr Glu Val Pro Val Glu Pro Gin Gin Arg Ala Ala 

165 170 175 

His Val Pro Val Pro Asp Phe Ser Gin 

180 185 
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<210> 14 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 14 

acgtatggat ccggctttgt ctacgatgaa c 

<210> 15 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 15 

acgcatgaat tctgtttctg agttcccgct 



<210> 16 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 16 

gtaaaacgac ggccagt 



<210> 17 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 17 

gccgctctag aacta 
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<210> 18 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 18 

cgagcaccca caagtaa 



<210> 19 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 19 

gaccataacg gatgcaac 



<210> 20 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 20 

cagcggttat tccggata 



<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 21 

gcctcaagaa tttcctcagc 



13 



<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 22 

ggtaggttac cacaacttgc 



<210> 23 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 23 

gcaattgcat tgagcatc 



<210> 24 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 24 

acggatggat ccgttcacgg ggaaacgttg g 



<210> 25 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 25 

acgtcagaat tctaacgcca tacacaccgt 
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<210> 26 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 26 

gaggtatata ttaatgtatc g 



<210> 27 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 27 

cgtacgtcta gagccaccat gttcacgggg aaacgttgg 



<210> 28 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 28 

acgtcaggat ccgcacgcac acaaagccca 



<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 29 

gctgacagac taacagactg 
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<210> 30 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 30 

aactagaagg cacagcag 



<210> 31 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 31 

cgtacgtcta gagccaccat ggtcggcgcc gcagtcgta 



<210> 32 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 32 

acgtcaggat ccttcacggg gaaacgttgg 



<210> 33 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Signal peptide 
<400> 33 

Trp lie Leu Val Val Ala Val Gly Ala Leu Val Gly Ala 
1 5 io 
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<210> 34 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 34 

accgtggcag tccgctgt 



<210> 35 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 35 

tgggctgatg accccgtc 



<210> 36 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 36 

ccaaggcagg agaggcac 



<210> 37 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 37 

accactgctc aactac 
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<210> 38 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 38 

gcgcgtctag atagca 



<210> 39 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 39 

gcgcgtctag atagca 



<210> 40 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 40 

agcctatctc tgcgta 



<210> 41 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 41 

agctgaccac ctcaccgat 
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<210> 42 

<211> 19 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 42 

tgaagtccca agcgtcctc 



<210> 43 

<211> 19 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 43 

actctccgtc tctctctgc 



<210> 44 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 44 

ccacgccctg aactgact 



<210> 45 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 45 

gccttgttga ggatgga 
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<210> 46 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 46 

tgctggatcg aagac 



<210> 47 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 47 

aggcgggtaa atggtaa 



<210> 48 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 48 

acgcatggat ccggatccta aagtggagag t 



<210> 49 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 49 

acgtatgaat tcccaagagg aaaacaatgt 
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<210> 50 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 50 

gaggtatata ttaatgtatc g 



<210> 51 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 51 

acgcatgaat tctatggatc ctaaagtgga gagt 



<210> 52 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 52 

catgacctcg aggacgcgcg gaacaccgta 



<210> 53 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 53 

ttaatacgac tcactatagg g 



21 



<210> 54 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 54 

gctagttatt gctcagcg 



<210> 55 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 55 

acgtatggat ccgttttgtc aggtgttctt g 



<210> 56 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 56 

acgtatggat ccgaacaagc ccgggccgtt t 



<210> 57 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 57 

acgtataagc tttgccttct tgcgggccgc ga 
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<210> 58 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 58 

atatactact ccctgtgagt t 



<210> 59 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 59 

gtaatctgaa agcgaataga g 



<210> 60 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide motif 

<400> 60 
Ala Tyr Pro Tyr 
1 



